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Leaf litter is a major component of organic matter inputs to many forest streams. The microbes (fungi
and bacteria) are responsible for a significant fraction of total litter decomposition in streams and much of
their biomass is transferred to higher trophic levels. Detection of microbes had long been achieved through
microscopy and cultivation. However, recent progresses of molecular techniques based on DNA have
offered the potential for more-accurate and -efficient methods for characterizing microbial communities,
including unculturable components. We undertook leaf-decomposing experiments in two streams located in
Aobayama hill to trace the succession of fungal and bacterial communities on leaves. Statistical analysis of
both fungal and bacterial communities showed that there were no significant differences in the leaves of the
two tree species. Also, it seems that microbial assemblages on the leaves have gradually become similar to

community of the sediment (Fig. 1).
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Figure 1. The community successions of fungi (A) and bacteria (B) during stream exposure.



