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Brackish areas, including riverine water and sea water, receive large amounts of
organic matter from a variety of sources and play an important role in mineralization.
Organic matter in sediments first decomposes aerobically. The activities of aerobic microbes
consume oxygen and the sediment essentially turns non oxygenic condition a few mm below
the surface where non oxic metabolisms take precedence. Anaerobic microbial decomposition
is performed mainly by sulfate reduction, conducted by sulfate-reducing bacteria (SRB), in
sulfate rich environment. In brackish areas having a salinity fluctuation and receiving
various organic matters, SRB community structure may be changed by such environmental
factors. Therefore we examined the SRB community structure in brackish lagoon based on
the base sequences of DNA extracted from sediments along with analyzing environmental

factors. And we tried to reveal which factors affect on SRB community structure.



